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Human Urine Metabolomics with HPLC-LTQ FT ICR MS

(JCL Bioassay Corporation)
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Short Abstract: Metabolomics is important for understanding phenomenon in cells
comprehensively. We analyzed urine collected from 4 human males and 4 human
females using HPLC-LTQ FT ICR MS, and compared mass spectra detected in male
urine with those detected in female urine. We report about urinary components, which
are detected in equivalently between male and female and in abundantly either male or
female.
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Fig.1. Base peak chromatogram in positive ion measurement (Left: male, Right: female)
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Fig.2. Base peak chromatogram in negative ion measurement (Left: male, Right: female)
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